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used to define T cell phenotypes alongside antigen specificity of enriched CD8+* izs(::;:v;(i’io@“’ Neg-dex L e
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resolution T cell profiling that has broader implications and utility in immuno-oncology, W e, #
infectious diseases and autoimmunity. e SR
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Gating: Scatter, CD3/APC+, CD4/BV421+ = dCODE™ Dextramer® Reagents along with BD AbSeq Antibodies will be used to detect multiple antigen
l specific T cell populations in donor samples using the BD Rhapsody System. BD Targeted mRNA and AbSeq
| o mEm | Y e Antibody Panels will enable deep characterization of disease specific T cells in these donor samples.
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Conclusions

Figure 1. Experimental workflow and molecular mechanism of Immudex dCODE™ Dextramer® Reagents and

BD Rhapsody System single-cell sequencing. (A) dCODE™ Dextramer® Reagents are compatible with the BD
Rhapsody System. They contain a dCODE™-specific barcode that is associated with a specific antigen epitope that can be | * JCODE™ Dextramer® Reagents are com patib|e with the BD Rhapsody System and can be

amplified and sequence simultaneously along with targeted mRNA. (B) and (C) Cells are first stained with a panel of . . . . - -
dCODE™ Dextramer® Reagents followed by single-cell capture on the BD Rhapsody System that uses microwells to used a|0n95|de targeted MRNA pane|S to |dent|fy ant'gen'speC|f|C cells.

isolate individual cells prior to cell lysis. Upon lysis polyadenylated sequences from mRNA and dCODE™ Dextramers® (as | x ™ . . .
shown in C) are captured on the beads. cDNA and library preparations for sequencing are completed followed by data All dCODE DeXtramer® Reagents used to stain cells were detected in sequencing

analysis using SeqGeq™ Software (D). In this study, hPBMCs were stimulated with two peptide antigens, EBV and experiments and further verified by FACS.
Tetanus toxoid (TT). Following stimulation the cells were simultaneously stained with dCODE™ EBV- and TT-specific

Dextramers® as well as a negative control Dextramer® before capture on the BD Rhapsody System. Dextramer®-specific | % - - - oy - - y
populations were examined using the BD Rhapsody System as well as by FACS, where the cells were labeled individually We were able to Identlfy distinct cell populatlons that have eXpression of pOSItlve but not

with the same dCODE™ Dextramer® Reagents. dCODE™ Dextramer® specificities were DRB1*0101, with the following negative Dextramers® even with low frequencies of antigen-specific T cells.
antigen peptides: EBV / TSLYNLRRGTALA, TT / KIYSYFPSVISKV, Negative Control Clip / PVSKMRMATPLLMQA.
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