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Introduction

To successfully develop and apply T cell-based immunotherapies, the specificity and sensitivity of the selected TCR must first be validated before proceeding to clinical
development. Here, the detection and quantification of antigen-presenting cells (APC) is important for 1) stratification and selection of patients with demonstrated
expression of the target antigen, 2) confirming tissue-specific expression of the target antigen, and 3) monitoring target expression during treatment. To supports

such efforts, we have developed high avidity TCR Dextramer® reagents to allow detection of peptide presentation by APCs. This study presents a complete workflow for

TCR discovery, followed by the generation and use of TCR Dextramer® as a potential analytical tool for evaluating target expression on the cell surface of APCs.
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Conclusions

= pMHC-specific TCR sequences can be identified using dCODE Dextramer® reagents in a simple workflow.
= TCR functionality can be verified by making Soluble TCR Monomers and evaluate pMHC recognition in an artificial cell system.
= Both classical and non-classical TCR proteins have been developed using Immudex TCR platform.

= TCR Dextramer® reagents can be used to detect peptide presentation at the surface of antigen-presenting cells, here shown for

peptide pulsed T2 cells. Peptide presentation is detectable =2 nM peptide-pulsing concentration on T2 cells.

= TCR Dextramer® could be a useful tool to develop novel techniques for the detection of antigen presenting cells.
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